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Abstract: When determining the quantitative and qualitative composition of the vaginal
microflora in patients with chronic diseases, including infectious diseases, the state of
vaginal dysbiosis was revealed. This condition complicates the course of the underlying
disease, lengthens the duration of treatment, and causes inflammatory complications.
Thus, women with chronic infectious pathologies have a state of dysbiosis in the vaginal
microbiocenosis, changes in this state lead to a decrease in their own microflora relative to
the norm and, as a consequence, an increase in the percentage of opportunistic pathogens
and a quantitative increase. This leads to a further exacerbation of inflammatory processes
in the affected genitals of patients under the influence of other conditionally pathogenic
microorganisms and negatively affects the effectiveness of therapeutic processes as
secondary complications.
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1. INTRODUCTION

It is known that, as in the case of pathologies of varying severity caused by almost all
infections, their complications or the changes they cause in reason are also one of the
pressing problems in healthcare practice. Until now, much attention has been paid to the
study of the microbiocenosis of the gastrointestinal tract and research has shown that its role
and composition are becoming more and more terms, concepts such as microflora, microbiota
and microbiome are divided. But in recent years, cases that cause a lot of discomfort and
complaints in women are burdened by the need to study the microflora of the genitals, as well
as in the gastrointestinal tract. Violation of the normal microflora of the vagina — dysbiosis
occurs very often and at one time during life almost every woman encounters it at least once,
and in some it acquires a chronic character of the course and periodically reminds of itself
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with exacerbations. This condition may be asymptomatic or accompanied by certain clinical
manifestations, but in some cases leads to the development of a number of serious
complications [1-6]. Signs of vaginal dysbiosis are familiar to more than 90% of women of
different ages. The normal microflora is the so-called ecosystem of the vagina -
microorganisms are in constant equilibrium with each other and with the environment,
preventing the appearance of another infection. We know that, normally, the microflora of a
woman's vagina is mainly represented by lactobacilli, or Doderlein sticks (90%),
bifidobacteria (slightly less than 10%) and "key cells of the vagina™ (less than 1%), which
include Gardnerella, bacteria of the genus mobiluncus, fungi of the genus candida, leptotrix
and some other microorganisms [7-11]. In case of violation of the normal microflora of the
vagina, pathogenic microorganisms begin to develop actively. This leads to the appearance of
diseases such as vulgovaginal candidiasis, bacterial vaginosis, aerobic vaginitis and others.
With dysbiosis, patients are usually prescribed periodic antibacterial, universal, immunity-
reducing therapy. It is known that consistent treatment with antibiotics in combination with a
decrease in the functioning of the immune system of the body does not remain without
impact even on the normal microflora in the biotopes of the macroorganism. There are also
studies on the origin of dysbiotic conditions in the intestinal microflora in patients with
brucellase, recommendations for taking pre- and probiotics in their treatment (12, 13). In
chronic cases, it has been proven that the reproductive system, like other organs and systems,
is damaged. At the same time, these patients have gynecological and obstetric problems and
the following clinical signs are manifested: violation of the menstrual cycle of the ovaries,
amenorrhea, hypomenorrhea, oligomenorrhea, infertility, fetal gestosis, hydroamnion
placentitis, fetal hypotrophy, miscarriage, pathological childbirth is caused. Immunological
examinations conducted for women of reproductive age with chronic brucellosis reveal the
occurrence of a secondary immunodeficiency condition, that is, a decrease in the content of
T- and B-lymphocytes. In addition, an excess of antigen-binding lymphocytes in the blood of
these patients against joint bags, endometrium, ovarian tissue antigen is a sign that these
organs with connective tissue are targets for brucellase infection (14, 15, 16).

From the above, it can be concluded that dysbiosis affects most organs and systems of the
body and causes immunodeficiency in patients.

That is why we set out to study the state of the vaginal microflora in patients with chronic
infectious diseases.

2. MATERIALS AND METHODS

During the research, 30 patients of reproductive age with pathologies of a chronic infectious
nature were selected.

To study the vaginal microflora in women with chronic infectious pathology, vaginal
discharge was obtained from women and, using the method of sequential dilution, were
divided into sectors into a food medium and planted. In the laboratory, dilute solutions lasting
up to 10-10 seconds were prepared using a 0.1% buffer solution of agar at a dilution of 1:10
and a 0.1 ml food medium was sown into a Petri dish. Bifidobacteria were grown on
bifidobacterium agar, Lactobacilli in Mrs medium, Gardnerella on chocolate agar,
streptococci on bloody agar, staphylococci on egg-salt agar, Enterobacteria, Escherichia in
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Endo medium, fungi in Saburo medium, proteus in freshly prepared agar (according to
Tshukevich), enterococci in herbaceous—esculin agar . Aerobic microorganisms were grown
under normal conditions, that is, in a thermostat at a temperature of 370 for 18-24 hours. On
the other hand, anaerobic bacteria were grown in anaerostats. The hi-Media food medium
was used.

The number of colonies in food media was calculated, the number of microbes in 1 ml of the
separated was determined and transferred to Ilg Koe\ml. The microorganisms were identified
with the accuracy of the species.

3. THE RESULTS OBTAINED AND THEIR DISCUSSION

In the anamnesis of all examined patients, clinical signs of vaginal dysbiosis were revealed.
The examination revealed that 90% of the patients had symptoms of vaginal detachment,
pain, itching.

The results obtained during the bacteriological study were as follows: Lactobacillus spp., the
main representatives of vaginal microbiocenosis in patients with brucellosis. and
Bifidobacterium spp. a decrease in the number of S was recorded (from 6.12+0.36 and
5.20+0.48 to 1.44+0.24 and 2.24+0.18, respectively).

Quantitative reproduction of conditionally pathogenic bacteria occurred mainly due to an
increase in facultative bacteria in the vagina, that is, due to aerobic bacteria in the vaginal
microflora of women with brucellosis compared with the indicators of the control group St.
aureus, LP E. It was noticed that the amount of Salt increased by 2 times. It was found that
the number of Candida generation fungi increased 4-5 times, and the number of Gardnerella
vaginalis increased 3 times.In these patients, vaginal microbiocenosis was re-examined
during etiotropic treatment (after 10 days).This led to a further decrease in the content of
lacto- and bifidobacteria (from 6.16+0.33 and 5.20+0.48 to 1.44+0.17 and 2.1+0.18,
respectively). It was noticed that the number of Candida generation fungi increased by 5-5.5
times, and 90% of patients had increased symptoms of sluggish vaginal detachment, itching.
On the other hand, it was found that quantitative changes in facultative bacteria occur due to
a decrease in conditionally pathogenic microorganisms and decreased in comparison with
preliminary treatment, i.e. compared with the indicators of the control group, these patients
are exposed to the vaginal microflora of St. aureus, lactose-positive E. Only 1.2 times the
number of conditionally pathogenic microorganisms. Salt has increased. It was found that the
level of Gardnerella vaginalis is 1.6 times higher than normal.

4. CONCLUSIONS

from the results obtained, it can be concluded that during treatment in these patients, a
decrease in the number of indigenous microorganisms in the vagina, an extreme decrease in
the number of lactobacilli, represented mainly by the main microbiocenosis, compared with
the norm indicates that pro- or prebiotics should be recommended from the first day of
treatment. Although the number of facultative microorganisms decreased during treatment
compared to the number before treatment, it remains at a high level compared to the
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normative indicators, which indicates the need for bacteriological examination of vaginal
discharge and tests for antibiotic sensitivity in women with chronic brucellosis.

Thus, women with chronic infectious pathologies have a state of dysbiosis in the vaginal
microbiocenosis, changes in this state lead to a decrease in their own microflora relative to
the norm and, as a consequence, an increase in the percentage of opportunistic pathogens and
a quantitative increase. This leads to a further exacerbation of inflammatory processes in the
affected genitals of patients under the influence of other conditionally pathogenic
microorganisms and negatively affects the effectiveness of therapeutic processes as
secondary complications.

5. REFERENCE

1. Kymuna A.JI., Ilerpor IO.A., O3goea W.M. KumeyHslii © BIaraauiiHbIi
MUKpPOOHOIIEHO3 U €r0 BIMSHUE Ha PENPOAYKTUBHOE 370pPOBbE KEeHIIUHBL. JlokTop.Py.
2021; 20(1): 73-77. DOI: 10.31550/1727-2378-2021-20-1-73-77

2.  Jlanumaa E.I1., HlyneaskoB A.A., Bapmamo JI.A. DnuaemMuonorndeckue 0COOCHHOCTH
npodeccronangpaoro Opyiemiesa B CaparoBckoit obmactu //MenunuHa Tpyda
npomsbiiuierHas yxonorust. — 2002, — Nel 1. — 26-28 6.

3. Hold G.L., Smith B., Grange C. et al. Role of the gut microbiota in inflammatory bowel
disease pathogenesis: what have we learnt in the past 10 years? World J. Gastroenterol.
2014; 20(5): 1192-210. DOI: 10.3748/wjg.v20.i5.1192

4.  Conlon M.A., Bird A.R. The impact of diet and lifestyle on gut microbiota and human
health. Nutrients. 2014; 7(1): 17-44. DOI: 10.3390/nu7010017

5. Shiozaki A., Yoneda S., Yoneda N. et al. Intestinal microbiota is different in women
with preterm birth: results from terminal restriction fragment length polymorphism
analysis. PLoS One. 2014; 9(11): e111374. DOI: 10.1371/journal.pone.0111374

6. Kynrypuesa E.A., Jlemenko O.4., [lanycesuu M.H. u ap. Mukposkoorusi Bnaraiuiia

JKEHIUH C Hecnenu(puuecKuMU BOCHAIUTEIBHBIMUA 3a00J€BAaHUSMH TEHUTAIUNA U

HapyleHUsIMU penpoayKTuBHOM ¢pyHkuuu. bromnerens BCHIL CO PAMH. 2013; 2(2):

197-201.

https://www.smclinic.ru/diseases/disbakterioz-vlagalishcha/

8. MUrambepmueBa C.JI., AxmenoBa X.FO. Hacrosimue m BO3MOXKHBIC TIEPCIEKTHUBHI B
auarHoctuke opyueriesa //Mudekiws, ummynutet u papmakonorus. —2011. — No4-5, —
95-97 6.

9. TlomkoBa C.M., PakoBa E.b., Xpamoa E.E. u ap. MHUKpOIKOIOrHYeCKUe COYETAHHS
BarMHAJbHOTO M  KHUIIEYHOTO OHOTONMOB Yy JKEHIIMH C  BOCHAJIUTEIbHBIMU
3a00JIEBaHUSIMH  HIDKHETO JTaka TMOJOBOTO TpakTa M JI€BOYEK-TIOAPOCTKOB C
mucynkuer suaankoB. bromnerens CO PAMH. 2013; 33(4): 77-83.

10. https://alfazdrav.ru/zabolevania/nevospalitelnye-zabolevaniya-
ginekologiya/disbakterioz-vlagalishcha/

11. MlaramoB A.E., Kynuna A.Jl., IletpoB FO.A. CTepuibHOCTh KEHIIMH KaK CJIE/ICTBUE
BOCTAJIUTENBHBIX 3a00JI€BaHUM TeHuTanuid. MexayHapoaHbIN KypHaJ MPUKIAAHBIX U
dbyHIaMeHTaNbHbIX uccnenoBanmii. 2020; 2: 74-7.

~

Copyright The Author(s) 2023.This is an Open Access Article distributed under the CC BY
license. (http://creativecommons.org/licenses/by/4.0/) 10



http://journal.hmjournals.com/index.php/JHTD
http://journal.hmjournals.com/index.php/JHTD
https://doi.org/10.55529/jhtd.35.7.11
http://creativecommons.org/licenses/by/4.0/
https://www.smclinic.ru/diseases/disbakterioz-vlagalishcha/
https://alfazdrav.ru/zabolevania/nevospalitelnye-zabolevaniya-ginekologiya/disbakterioz-vlagalishcha/
https://alfazdrav.ru/zabolevania/nevospalitelnye-zabolevaniya-ginekologiya/disbakterioz-vlagalishcha/

Journal Healthcare Treatment Development

ISSN: 2799-1148 N
Vol : 03, No. 05, Aug -Sep 2023 \ JHTD |
http://journal.hmjournals.com/index.php/JHTD ‘ ’

DOI: https://doi.org/10.55529/jhtd.35.7.11

12.

13.

14.

15.

16.

AxwmenoBa M.JI.,, Axanoa I'. Dddekr UMmmyH-5 mpu XpoHHUECKOM Opyleniese y
YKCHIIUH PEIPOJTYKTHBHOTO BO3pacTa //YMyMuil aMaiué€T JOKTOPH axOOPOTHOMACH. —
2006. — Ne1-2. — 43-44 6.
https://www.labquest.ru/articles/mikroflora-vlagalishcha-posledstviya-otkloneniy-ot-
normy/

AxmenoBa M.J[., MaromenoBa C.A. DHAOKApAUT y OOIBHOTO OpPYIEILIE30M
//Kimmanueckas megunuaa. — 2009. — Nel. — 65-67 0.

Bamue A.A., KaceimoB N.A., AsumoB III.P. PacmpoctpaneHHOCTh Opyliemuie3HOU
uHpekuu y nereii B pecnyonuke Y3oekucran //Ilenuarpus. — 2010. — Nel1-2. — 5-7 6.
Urambepnuesa  CJ.,  A.M-T.bexremupoB, AxmenoBa  X.}O.  Kuwmnuko-
MUKPOOHOJIOTUYECKAs XapaKTePHCTUKAa CHUHApPOMAa JUCOAaKTEpHo3a KHIICYHUKA Y
GOJIBHBIX OCTPBIM OpymemnesoM //Y36exucton THOOHET xypHamu. —2013. — Ne3. — 65-
67 6.

Copyright The Author(s) 2023.This is an Open Access Article distributed under the CC BY
license. (http://creativecommons.org/licenses/by/4.0/) 11



http://journal.hmjournals.com/index.php/JHTD
http://journal.hmjournals.com/index.php/JHTD
https://doi.org/10.55529/jhtd.35.7.11
http://creativecommons.org/licenses/by/4.0/
https://www.labquest.ru/articles/mikroflora-vlagalishcha-posledstviya-otkloneniy-ot-normy/
https://www.labquest.ru/articles/mikroflora-vlagalishcha-posledstviya-otkloneniy-ot-normy/

